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Enrichment plot: CARDIAC MUSCLE CONTRACTION
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Enrichment plot: COMPLEMENT AND COAGULATION
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Supplemental Figure |. Enrichment score graphs of statistically
significant (P value <0.1, FDR<0.25) pathways from Table II.
Cervical Cancer (CC), SCC (Squamous Cervical Cancer) and CAD
(Cervical Adenocarcinoma).



